SUMMARY From analysis of DNA polymorphisms in a panel of 455 subjects from 25 families with facioscapulohumeral (Landouzy-Dejerine) disease, we have found no evidence for close linkage of the disease at 24 different genetic loci, including one from a candidate chromosomal region. Added to previous data, our results provide direction for future collaborative linkage studies.
is a single genetic entity, or whether forms of spinal muscular atrophy, mitochondrial myopathy, and muscular dystrophy can each present with a facioscapulohumeral syndrome currently remains unresolved. 5 Chromosome regional localisation of the FSHD gene (at least in some families) would help to resolve this question, would be an important step towards eventual understanding of the pathogenesis of the disease, and would have immediate application in predictive and prenatal testing where appropriate.
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